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Expression of Pim- and c-myc in newly diagnosed multiple myeloma

QI Jing XU Youhai WANG Xinghong
Department of Hematology Yijishan Hospital Wannan Medical College Wuhu 241001 China

[ Abstract 10bjective: To explore the mechanisms of proviral integration site for moloney murine leukemia virus 1( Pim4) and c-myc in the pathogenesis
of multiple myeloma( MM) . Methods: Reverse transcription polymerase chain reaction( RT-PCR) was used to detect the Pim4 mRNA and c-myc mRNA
level in the bone marrow specimens from 22 newly diagnosed MM cases and 10 cases of non-hematological malignancies. Results: The level of Pim4 mRNA
and c-myc mRNA in newly diagnosed MM cases was significantly higher than that of control group( P <0.05) and the Pim4 mRNA expression was posi—
tively correlated with c-myc mRNA(r=0.577 P <0.01) . Conclusion: Over-expression of Pim- and c-myc in MM indicates that the two proto-encogenes
may be synergetic effect in the pathogenesis and progression of this entity.
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