* 426 - (J of Wannan Medical College) 2016; 35( 5)

. . :1002-0217(2016) 05-0426-03

HPV E6/E7 mRNA

1 13 23 1 1 1 1 1 13
(1. 241002; 2.
241001 3. 241002)

[ )| : HPV HPV E6/E7 mRNA . : 227 HPV E6/E7 mRNA
HPV HPV 204 HPV 23 . PCR HPV

DNA HPV E6/E7 mRNA . : HPV HPV E6/E7 mRNA 201.15
(0.00 671.99 HPV 0.00( 0.00 16.00) ( P<0.05) HPV52( B=6936.219) .
HPV18( B=4551.115) .HPV45( 3=5178.912) HPV E6/E7 mRNA ( P<0.05)

HPV52.HPV18.HPV45 HPV E6/E7 mRNA

[ ] ; : E6/E7 mRNA; DNA
[ IR 737.33 [ JA

[DO1110.3969/j.issn.1002-0217.2016.05.005
Human papillomavirus genotyping and HPV E6/E7 mRNA expression
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[Abstract 1Objective: To investigate the association of human papillomavirus ( HPV) genotyping with HPV E6/E7 mRNA expression. Methods: Retro—
spective analysis was performed in 227 HPV infection cases received HPV E6 / E7 mRNA detection including 204 cases of high—+isk HPV types and 23
low—risk HPV types.HPV genotype was detected by PCR diversion hybridization and HPV E6 / E7 mRNA loading were determined by branched DNA as—
say.Results: The HPV E6 / E7 mRNA loading in cervical epithelial cells was significantly increased in patients infected with high-risk HPV types 201.15
(0.00 671.99 compared to those infected with low-risk HPV types 0.00( 0.00 16.00) P<0.05 .Multiple regression analysis indicated that the HPV
E6 / E7 mRNA loading was affected by HPV52( 8=6936.219) HPV18( 3 =4551.115) and HPV45( 3=5178.912) ( P<0.05) .Conclusion: Infection
with the high-risk types of HPV52 HPV18 and HPV45 may lead to HPV E6 / E7 mRNA loading in cervical epithelial cells and further result in the de—
velopment of cervical malignancies.
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